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CAPRION PROTEOMICS - INTRODUCTION

CAPRION
PROTEOMICS

A Located in Montreal, Canada
A Founded in 2000
A 35 employees (30 scientists)

A Leading supplier of proteomics-
based discovery technology:
CellCarta®

A Strategic partnership with Covance,
a major international CRO

A Rapidly growing service business
U Biomarker identification
U Biomarker Assays

U Mechanism of action

U Target discovery



CAPRION PRODUCTS, SERVICES AND

PARTNERSHIPS

Biomarker Services
I Biomarker discovery - CellCarta

I Multiplexed MRM assays for
rapid biomarker validation

In-Vitro diagnostics

T Infectious Disease
T Diabetes
I Oncology

Drug Targets

I Oncology cell-surface targets for
antibody therapy and Dx imaging

T Infectious Disease vaccine and
antibiotic targets
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UTILITY OF BIOMARKERS IN
DRUG DEVELOPMENT CAPRION

PROTEOMICS

@

|. Pharmacodynamic biomarkers

a. monitoring response to therapy

b. dose determination in phase | clinical trials
c. understanding mechanism of action

d. detecting potential safety concerns

Il. Disease biomarkers
a. diagnostics for early detection of disease
b. surrogate for clinical response to therapy

Ill. Predictive/prognostic biomarkers

a. identifying population likely to respond to therapy
b. likely clinical outcome (independent of therapy)
c. identifying population likely to have an adverse event



A USEFUL PLATFORM MUST OFFER
DISCOVERY, QUALIFICATION AND CAPRION
VERIFICATION OF BIOMARKERS

@

Discovery  -LcMs

- Differential expression (peak area)
- LC-MS/MS

- Confident protein ID

-106s to 10006s of sa

- 3-5 months for delivery )

Qualiﬁcation - MRM assay development
- Multiplexed (17 50 proteins)
- Caprion candidates or Client targets
- Discovery samples
‘ I
- 1-3 months for delivery ——MM ﬂ M
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Verification  -MRMassay ~ =
-1006s to 1,0006s of sampl g£s—

- Synthetic standards for absolute quantitation

- Validation for regulatory compliance

- Rapid turnaround
_
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LABEL-FREE LC-MS EXPRESSION PROFILING IS @
CURRENT STATE OF THE ART CAPRION

PROTEOMICS
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Protein Identification Targeted Sequencing



QA ENVIRONMENT AND PROCESS ARE
ESSENTIAL TO REDUCING VARIABILITY

Peptide @ MSMS  Protein  Platform
Profiling VMS ID Auditing

Sample Sample

Collection  Prep Delivery

Gated
Processes
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CAPRION
PROTEOMICS

Bar-coding

Electronic Data

Management (LIMS)

Standard Operating

Procedures
Locked freezers
Locked raw data

Automatic backup

Process Control Chain of Custody

SOPs



