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CAPRION PROTEOMICS - INTRODUCTION

ÅLocated in Montreal, Canada

ÅFounded in 2000

Å35 employees (30 scientists)

ÅLeading supplier of proteomics-

based discovery technology:  

CellCarta®

ÅStrategic partnership with Covance, 

a major international CRO

ÅRapidly growing service business

ü Biomarker identification 

ü Biomarker Assays

ü Mechanism of action

ü Target discovery



3

CAPRION PRODUCTS, SERVICES AND 

PARTNERSHIPS

Biomarker Services
ïBiomarker discovery - CellCarta 

ïMultiplexed MRM assays for 

rapid biomarker validation

In-Vitro diagnostics
ïInfectious Disease

ïDiabetes

ïOncology 2008-13

Drug Targets 
ïOncology cell-surface targets for 

antibody therapy and Dx imaging

ïInfectious Disease vaccine and 

antibiotic targets
2004-09

http://www.icos.com/
http://www.sankyopharma.com/index.html
http://www.transgene.fr/us/index.php
http://www.mt-pharma.co.jp/e/index.php
http://www.niaid.nih.gov/default.htm
http:///
http://www.icos.com/
http://www.niaid.nih.gov/default.htm
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UTILITY OF BIOMARKERS IN 

DRUG DEVELOPMENT

I. Pharmacodynamic biomarkers

a. monitoring response to therapy

b. dose determination in phase I clinical trials

c. understanding mechanism of action

d. detecting potential safety concerns

II. Disease biomarkers

a. diagnostics for early detection of disease

b. surrogate for clinical response to therapy

III. Predictive/prognostic biomarkers

a. identifying population likely to respond to therapy

b. likely clinical outcome (independent of therapy)

c. identifying population likely to have an adverse event
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A USEFUL PLATFORM MUST OFFER 

DISCOVERY, QUALIFICATION AND 

VERIFICATION OF BIOMARKERS

Discovery

Qualification

Verification

- LC-MS

- Differential expression (peak area)

- LC-MS/MS

- Confident protein ID

-10ôs to 100ôs of samples

- 3-5 months for delivery

- MRM assay development

- Multiplexed (1 ï50 proteins)

- Caprion candidates or Client targets

- Discovery samples

- 1-3 months for delivery

- MRM assay 

-100ôs to 1,000ôs of samples

- Synthetic standards for absolute quantitation

- Validation for regulatory compliance

- Rapid turnaround
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Protein Identification

1. Abundant 

protein 

depletion

2. Digestion to 

peptides

Targeted Sequencing

Quantitative Peptide Expression Profiling

LABEL-FREE LC-MS EXPRESSION PROFILING IS 

CURRENT STATE OF THE ART

>gi|41327732|ref|NP_958439.1| 

epidermal growth factor 

receptor isoform b [Homo 

sapiens]

MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKL

TQLGTFEDHFLSLQRMFNNCEVVLGNLEITYVQRNYDL

SFLKTIQEVAGYVLIALNTVERIPLENLQIIRGNMYYE

NSYALAVLSNYDANKTGLKELPMRNLQEILHGAVRFSN

NPALCNVESIQWRDIVSSDFLSNMSMDFQNHLGSCQKC

DPSCPNGSCWGAGEENCQKLTKIICAQQCSGRCRGKSP

SDCCHNQCAAGCTGPRESDCLVCRKFRDEATééé..

>gi|41327732|ref|NP_958439.1| 

epidermal growth factor 

receptor isoform b [Homo 

sapiens]

MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKL

TQLGTFEDHFLSLQRMFNNCEVVLGNLEITYVQRNYDL

SFLKTIQEVAGYVLIALNTVERIPLENLQIIRGNMYYE

NSYALAVLSNYDANKTGLKELPMRNLQEILHGAVRFSN

NPALCNVESIQWRDIVSSDFLSNMSMDFQNHLGSCQKC

DPSCPNGSCWGAGEENCQKLTKIICAQQCSGRCRGKSP

SDCCHNQCAAGCTGPRESDCLVCRKFRDEATééé..

Differentially Expressed Proteins

(highest statistical significance)

Plasma

Serum

Urine

CSF

Other
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LCMS
Sample

Prep

MSMS

VMS

Platform

Auditing
Delivery

Peptide

Profiling

Protein

ID

Sample

Collection

QA ENVIRONMENT AND PROCESS ARE 

ESSENTIAL TO REDUCING VARIABILITY

SOPsProcess Control

ÅBar-coding

ÅElectronic Data 

Management (LIMS)

ÅStandard Operating 

Procedures

ÅLocked freezers

ÅLocked raw data

ÅAutomatic backup

Gated 

Processes

Chain of Custody


